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Highly analytical and skilled bioinformatics researcher with a strong research background
looking to conduct cutting edge post-doctoral work in the field of computational
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Junior Research Fellow 2 M.Tech, Bioinformatics (Intragrated)
Arvind Medical Research Foundation | Aug 2015 — Aug 2021 g Bharathidasan University | 2009 — 2015
e Developed and benchmarked analytic tools and pipeline § PhD, Bioinformatics
for Next Generation Sequencing (NGS) data. Q  SASTRA University | 2015- 2022
° psed biostatic§ and bioin.form.atic.s algorithms tq “ Bioinformatics Skills
integrate multi-level of biological information with
functional genomic data, for new hypothesis generation, e 10-year experience in mammalian genomics data analysis.
variant identification and variant prioritization. e Deep experience of standard NGS bioinformatics toolsets
e Collaborated across multiple disciplines and contributed at the command line, which includes gene expression
to various projects within the organization. analysis, Visualization of expression data, molecular
Data Scientist pathway & network analysis, sequence annotation and
variant prioritization for NGS data.
INDX technologies, Mumbai | Aug, 2021 - Sep 2022 e Having experience in Nucleic acid as well as protein
e Developed an automated tool for analysing the Whole sequence and structural analysis.
Exome Sequencing (WES) data from cancer-specific 92 . Experience in Machine learning model for filtering and
patients data. ;_‘l prioritization of pathogenic variants.
e Developed an automated tool for annotating the v ) .
variants based on the available drug information. E Programming Skills

Research Associate

CSIR - CCMB | Oct 2022 - Present

e R, Shell, Python Scripting language for past 7 years and
used them for developing tools in NGS data analysis
e Have more than 10 years of experience in Windows,

Developed automated pipeline for analysing
the single cell RNA, Single cell ATAC and Bulk
ATAC sequencing data

Unix/Linux, Mac OS environment.
e Have 6-year experience in system hardware, Networking
and PC and server admin at Aravind Medical Research

Developed an Machine learning model for mouse Foundation.

behavioural analysis e Strong experience in MS-Office, Adobe photoshop,

lllustrator and Lightroom.
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